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Corrigendum to “Mutational analysis of the EMCV 2A protein identiﬁes a nuclear
localization signal and an eIF4E binding site”
[Virology 410 (2011) 257–267]
Rachel Groppo1,2, Bradley A. Brown1, Ann C. Palmenberg ⁎
Department of Biochemistry and Institute for Molecular Virology, University of Wisconsin-Madison, Madison, WI 53706, USAThe authors regret that Fig. 9 included a graphic mistake. The gel bands in theα-mTOR row for sample “Nuc /−” is inadvertently superimposed
with the band for “Whole /−”. Were all 6 bands in this row correctly positioned, their relative pixel densities (left to right) would be: 100, 60, 74, 71,
20, and 21. This technical error does not affect any other results or alter any conclusions stated in the paper.DOI of original article: 10.1016/j.virol.2010.11.002.
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